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RAW SEQUENCE LISTING 
ERROR REPORT 



processing the following computer readable 




DETECTED ERRORS. 



IN YOURNEXJT COMMCmCATlONTO THE 



:#^^«|WWtiiiil^ 703-308-1216. 
*Mi^Mm^tii£ p«^n2tliia^u8irt6.i»ov or phone 703-306-4119 (R. Wax) 
PAT«NTtN 30 ivni.il hdn: nitin3hdoauspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM. ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Version 3.0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated forme original version of 37 CFR §§1.821 - 1.825 effective October 1, 1990 (old 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST.25 

Checker Version 3.0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting mem to the United States Patent and Trademark Office (USPTO). 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money. 



Checker Version 3.0 can be down loaded from the USPTO website at the following address: 

http://www.uspto.gov/web/offices/pac/checker 



Raw Sequence Listing Error Summary 



ERROR DETECTED SUGGESTED CORRECTION 



SERIAL NUMBER 



ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH "ALPHA" HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 

1 Wrapped Nucleics The number/text at the end of each line "wrapped" down to the next line 

This may occur if your file was retrieved in a word processor after creating it 
Please adjust your right margin to 3, as this will prevent "wrapping". 



Wrapped Aminos The amino acid number/text at the end of each line "wrapped " down to the next line. 

This may occur if your file was retrieved in a word processor after creating it 
Please adjust your right margin to 3, as this will prevent "wrapping". 



Incorrect Line Length The rules require that a line not exceed 72 characters in length. This includes spaces, 



Misaligned Amino Acid 
Numbering 



The numbering under each 5th amino acid is misaligned. This may be caused by the use of tabs 
between the numbering. It is recommended to delete any tabs and use spacing between the numbers. 



Non-ASCII 



This file was not saved in ASCII (DOS) text, as required by the Sequence Rules. 

Please ensure your subsequent submission is saved in ASCII text so that it can be processed. 



Variable Length Sequence(s) contain n's or Xaa's which represented more than one residue. 

As per the rules, each n or Xaa can only represent a single residue. 

Please present the maximum number of each residue having variable length and 

indicate in the (ix) feature section that some may be missing. 



Patentln ver. 2.0 "bug" 



A "bug" in Patentln version 2.0 has caused the <220>-<223> section to be missing from amino acid 

sequence(s) . Normally, Patentln would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section 
to the subsequent amino acid sequence. This applies primarily to the mandatory <220>-<223> 
sections for Artificial or Unknown sequences. 



Skipped Sequences 
(OLD RULES) 



Sequence(s) missing. If intentional, please use the following format for each skipped sequence: 

(2) INFORMATION FOR SEQ ID NO:X: 

(i) SEQUENCE CHARACTERISTICS:(Do not insert any headings under "SEQUENCE CHARACTERISTICS") 
(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: 
This sequence is intentionally skipped 



Skipped Sequences 
(NEW RULES) 



Please also adjust the "(iii) NUMBER OF SEQUENCES:" response to include the skipped sequence(s). 

Sequence(s) missing. If intentional, please use the following format for each skipped sequence. 

<210> sequence id number 
<400> sequence id number 
000 



1 0 Use of n's or Xaa's Use of n's and/or Xaa's have been detected in the Sequence Listing. 

(NEW RULES) Use of <220> to <223> is MANDATORY if n's or Xaa's are present. 

\ In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 



1 1 V Use of "Artificial" Use of "Artificial" only as "<21 3> Organism" response is incomplete, per 1 823(b) of New Sequence Rules. 

(NEW RULES) Valid response is Artificial Sequence. 



12 Use of <220>Feature 

(NEW RULES) 



Sequence(s) are missing the <220>Feature and associated headings. 

Use of <220> to <223> is MANDATORY if <21 3>ORGANISM is "Artificial Sequence" or "Unknown" 
Please explain source of genetic material in <220> to <223> section. 

(See "Federal Register," 6/01/98, Vol. 63, No. 104, pp. 29631-32) (Sec. 1.823 of new Rules) 



13 



Patentln ver. 2.0 "bug" 



Please do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted 

Tile, resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence listing) 

Instead, please use "File Manager" or any other means to copy file to floppy disk 
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1656 



RAW SEQUENCE LISTING DATE: j4/3 2/2 : 0 1 

PATENT APPLICATI 2N : US/09/530, 746 TIME: 1^:5?;38 



Set : A:\4817 OQ.txt 
:t Set: N:\CRF3\04302001\l530746.raw 



3 




APPLICANT : Fessler , Christcph 








Hat ha us en Gerd 




5 




Bartl, Knut 




6 




Orun, Henr:«: 




3 


<120 > 


TITLE OF INVENTION: SPECIFIC AND SENSI 


TIVE 


1 L 


ol30 - 


FILE REFERENCE: 48I7/OQ 




-> 13 


<140> 


CURRENT APPLICATION NUMBER: US/09/530, 


746 


14 


<141> 


CURRENT FILING DATE: 2000-11-16 




1 6 


<:lnO - 


NUMBER OF SEQ ID NOS : 94 




13 


■:1^J - 


SOFTWARE: Patent In Version 3.0 





Does Net C: mc:y 
Correct H Piskette Ne^de j 



)ET ECT I ON METHOD 



ERRORED SEQUENCES 

248 <2\<\-> SEQ ID NO: 21 \ 4 ' 

249 <.U, LENGIK: ^ / ^ ^ 

J 5 J CJLJ. TYPE: DNA >* ^ (j.^ ; M 

C--> 251 <213> ORGANISM/ Artificial 

25 3 <220 . FEATURE : ^ /( 

254 -:12.-f> OTHER INFORMATION: amplification primer * fjj II ^L-^f 

256 .400 . SEQUENCE. .1 j ' , < * 'jJiK JUU>4jJ^ ' 

E--> 257 cgtactgcct/i/atagggt/ifc t 7 A^O^ ' A 0 21 p/ * / 

260 <2l0 ■ SEQ* rf> N : : 22 U ^ X^O^ ^ 

26 1 • ; 2 1 1 ■* LENGTH: J 3 
262 . 2 i 2 - TYPE : DNA 

C--> 263 <213> ORGANISE: Artificia 

~65 -^2 0 - FEATURE 

266 :22;-i* OTHER I N FORMAT I ON : amplification primer 
268 

E--> 269 gmatgtgmta mggtmtdi 



j^j - ■■>■■■' 

USVt-. Artificial 



jj.t * uihLr' IN: -jrmai iUN : ampi ii icaiion primer ^ ^ i 



2"2 <210- SEQ II- NO: 2 J 7 

2 7 J <211- LENGTH: 2 0 V 

2^4 -:2I2 - TYPE: DNA . ^ / jl 

C--> 275 <213> ORGANISM: (Artificial^ \^/U^ '/ 

2^ <220'- FEATUPE: 

2^8 <223 - OTHER INFORMATION: amplification primer 

-'80 <400 - SEQUENCE: 23 ^ * J 'J 

J 8 4 < 2 : 0 - SEQ ' IT N: 

28 5 -:211- LENGTH: 2 1 

2 86 <212> TYPE: DNA ^ ; // 

C--> 287 <213> ORGANISM:( Artificial ^A>^~'/ 



E--> 281 cgtactgcct /ijatagggt/ijb 



20 



J&9 <220 
J90 <:223 



FEATURE : — 

OTHER INFORMATION: amplification primer 



<4U(J> SEQUENCE ^4 ^ ~*LJi! 

E--> 29 3 cgtamtgnunt/iitagggt^ t ^^^^^ 21 

2 96 .210:- SEQ' r6 NO 2 5 



file: C: CRF3 Outhoicl VsrI530746.htm 
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RAW SEQUENCE LISTING DAT E : C 4 / 3 ; / 2 1 C 1 

PATENT AFrLI 2AT I IN : US/09/530, 746 TIME: 1 ^ : 5 - : 3 6 

Ir.ru: ^e*: : A:\4817 OQ.txt 

Output Set: N:\CRF3\04302001\I530746.raw 



C--> 299 



;212> TYPE: 2 NA 
<213> ORGANISM* 



Artificial 



// 




OTHER I NFTRMAT 
UENCE 2 5 » 
mggLmtdmpj 1 



N: an^l i i i ~a: 
d gdm 



ion primer 



23 



C--> 



c--> 



c--> 



E--> 



31L 

313 
314 
316 
317 
3 3 J 
3 3 3 
3 34 
335 
3 3 " 
3 3 3 
3 4 i 
341 
34^ 
34^ 
3 4 6 
347 
3 4'< 
3 50 
3 52 
353 
3 56 
35^ 
3 58 
359 
3 61 
362 
3 6 4 
365 
3 68 
369 
3^0 
371 
3^3 
3" 7 4 
3^6 
377 
380 
381 



; ID N .) : 
:.i: • LENGTH: 20 
:212- TYPE: D£JA 
<213> ORGANIS 
■:2 2 ") ■ FEATURE: 
:22 'i ■ OTHER INF JRMA' 
■:4 ''J- • SEQUENCE 2 6 
cgtamtgmmt | l^ataggglf^m 

■.iii • se: tf ■■'» 



00 N, amplification primer 
/ - j 



20 



no 



28 



,ENGTH : 



DNA^-— ' 



:2.2 • TYPE 

<213> ORGANISM'i^rtificial, 

• JJ'J - FEATURE : 

•:22*-- OTHER INFORMATION: amplification primer 
SEQUENCE: 2 8 * J j' 



. . . - . . .8 
E--> 341 cgtamtgnunt ^atagggt^ip t 

29 



21 



SEO If 1 NO: 

•Oil- LENGTH: 26 

:2i.2 • TYPE: DNA ^ 
<2L3> ORGANISM^ Artificial 
•:J20 * FEATURE: 
■:-^3.- OTHER INFORMATION,: amplification primer 
■:4 .-0 • SEQUENCE 29 , JL^l^' 
gmatgtgmta mggtmtdnrLd gdmttc 



26 



NO 



2 0 



DNA 
^J: A 

E i** — ■ 



Artificial 



SEQ ID 
2 11 - LENGTH 
•:2 12 • TYPE : 
<213> ORGANI 

•:22i FEATURE 
O20> OTHER INFORMATION: amplification primer 

cgtamtgmmt /ilatagggt£i)c *~ T 

:210 • SEQ M- NO 31 
■:111- LENGTH; 2 6 
■'HO> TYPE: DNA/"" " X 

<213> ORGANI SM:\s^rt if ici aj^ 

■:220> FEATURE: 

-:22 3:- OTHER INFORMATION: ampl if-i catlap primer 
■:4 00:- SEQUENCE : 3 1 . 
gmatgtgmta mggtmtdm^d gdmfitc 

•:Z:10> SEQ I D NC : 3 2 ^ 
•:111> LENGTH: 26 



20 



26 
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RAW SEQUENCE LISTING TATE: ;4/?:/l 

PATENT ARRLI IATI ".N: US/09/530, 746 TIME: I ~ : : ' : • 

Ir.p Se~ : A:\4817 OQ.txt 

. : l . ' Se: : N:\CRF3\04 302001\l53 0746.raw 



3 8 3 <213> ORGANISI^Artif icial^ 



3 89 gmatgj&fopp mggtmtdnj'id gdn^tm 

4 It ^2 11 '' 7 S^^ IT N ' : 3 5 

416 c.12 TYPE: T 

419 <213> ORGANIS<4: Artificial 

42 1 '.2 20 FEATURE "~" 

422 :223 ■ OTHER INFORMATION: amplification primer 

424 ; : : seiuence _jf5 \ - - < 1 

425 cgtamtgmmt :JJatagggt / I 18 

4 2 S .2. 10 ■ SE 2 ID Nj: 36 

4 2 f* ■ 211 • LENGTH: 1^ 

43 j 212 ■ TYPE: ON A. ^ 
4 31 <213> ORGANIC: Artificial 

4 3 3 o22 ) ■ FEATURE : 

ST 

4 37 gmatgtgmta mcjitmtamia ganittmc 27 

44 1 ) ■ :210 - SE-j ID ^0 : 37^ 

44 1 0.11 - LENG'IH: J 7 ^ 

442 :2 12 • TYPE : DNA . 



IN* : drp :::Tca: " pr ::.e: 



4 34 - 2 2 3- OTHER I NFOF'.MAT I ON : ampl i f i ca 1 1 :>n primer 
4 36 .4 00 - SE j'JE:H!^ J _._16__^ } ^/fvc 



44 3 <213> ORGANIsK^Artif icial^ 

44 5 o2 20 • FEAT!.' RE ■ ~" 

440 U'lM - C'THER I NFO'RMAT I ON ampl i f i cat ion primer 

448 :40O- SEQUENCE 37 ^ OJ/ 

449 gmatgtgmta mggtmtara^a ganjjptmc / oL/Uc^ *W 



26 



27 



4 52 ... 10 - iE'j IE- N'.i 3 8 

4 5 3 LENGI H : . 7 

4 54 :1 12 • T Y r E ■ DNA . - - , 

455 <213> ORGANISMC^ Artif i cial' 

4 5" -^20- FEATURE. 

4 58 :2 2 3o C'THER I Nr OFMATION : amplification primer 

4 60 4 C O . SEQUENCE 38.^ s r> J \l* 

461 gmatgtgmta mggtmtarfi^a gamj>tmm / L-yU^s- ^ 2 7 

404 • 2 JO • SEC ID No 39^ 

405 2:i • LENGTH: 18 ^ ^ 

460 o212o TYPE DN£,-""" ^ 

467 <213> ORGANISl^: Artificial 

460 ;l-2(0- FEATUF E : 

4 7 0 o2 2 3:- OTHER INFORMATION: amplification primer 

472 O40(o.- SEQUENCE 39 / // 

473 cgtdmtgmmt iJdtdgggt ^sh^r?^ 18 

470 -:1 10;- SEQ It NO 40 

477 ."111;. LENGTH: 2^ 

478 •;212> TYPE: DNA 



C: CRF3 Outhold VsrI530746.htm 
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RAW SEQUENCE LISTING 2 ATE: 

PATENT APPLICATION: l'S/09/530, 746 TIME: 



5 9:3 



I-r-t Set : A:\4B17 OQ.txt 

--put Set: Ni\ l CRF3\04302001\l530746.raw 



C--> 479 <213> ORGANI5 



ther :\p rmao: no aT^iirica^ 
= e;uhnce: . > 



E--> 4 85 gmatgpkppa mgitmtam^a gampftmc 

4-b :::: < ; ^r ::: n; : 4 : 



27 



4 >0 ;212 ■ TYPE: DNA . - ^ 
C--> 491 <213> ORGANIS^^Artificial 



4 i i 
4 H 



".2 2 0 
2 2 3 
4 00 



FEATURE . 
OTHER INFORMATI 
SEQUENCE: 4 1 



on : 



E--> 4 97 gmatg^pda mggtmtamdja gampxtmm 

5 12 ■ 210 -^Sc? ID NO: 43 ^ 

5 1 5 -211 ■ LENGTH: 2 7 

5 0 4 ■ J 12 ■ TYPE: 0 NA^-- ^ 

C--> 515 <213> ORGANISMt^Artif icia 



amplification primer 



27 



5 o n 

51S 
52'! 



4 0 0 



FEATURE 
OTHER INF )R. MAT ION 
SEQUENCE: 43 



amplification primer 
amtmc 



-> 521 gmatgtgmta mggtmt^iimga ga 

52-; ■ 2 1.0 • SET ID NO tl 
5 2 r . J II • LENGTH: 2" 
52r - 2 1.2.- TYP'E: DNA 
C--> <213> ORGANI<^ Artifi cial 

JO- FEATURE: " " j 

53n .,223.- OTHER INFORMATION: amplification ptrimer 

53_ 4M0 - SECUENCE 44 T) ^ 

E--> 'gmatgtgmta mggtmt^ynga gakmtmc 



27 



E--> 



E--> 
E--> 





3 



9 
:o 
.,1 
12 

14 



93 



SEQ ID NO: 
LENGTH: n 1 
TYPE: DNA 
ORGANISM HCV 
SEQUENCE ■ 93 

15 ggtactgcct gatagggtgc ttgcgagtgc cccgggaggt ctcgtagacc 
E--> L016 gtgcaccatg a 

19 ■ .210 • SET ID NO- 94 
LENGTH: tl 
TYPE: DNA 
OP3ANISM: HGBV-B 
SEQUENCE: 94 

] 25 cgtactgcct gatagggtcc ttgcgagggg atctgggagt ctcgtagacc 
J 26 gtagcacatg c 



U20 
1 
2 

1124 



:2l. 
:21 .■■ 
:4 0 0 



:211 
212 
' ' 2 1 

:4 0 0 



The types of errors shown exist throughout the Sequence Listing. Please check 
0JL\ sequences for similar errors. 
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VERIFICATION 



SUMMARY 



US/09/530, 746 



Set : A:\4817 OQ.txt 
: Set: N:\CRF3\04302001\I530746.raw 



... J ^ M 
14 3 M 



L 
L 

L ■ 1. 7 

l : i 

L 2 ) 

L 2 1 
L 

L 2 3 



J ... 

2 5 "* 

2 '5 ( ." 



L 

L : 
L 
L 
L 

L 1:81 
L 2^ 
L 2 i r 
L . 2 39 

l 3 0E. 

L Ml 

l 3 l ^ 

L . 3 2 3 

l : :h r. 

L 341 



34" 
3 53 



M 

M 

M 

M 

M 

M 

M 

M 

M 

M 

M 

M 

M : 

M 

M 

M. 

M 

M 

M 

M 

M 

M 

M 

M . 



L • 3 b 



3^: 
37: 



359 M 2: 



3 2 E 
2 2 1 G 
32'V E: 



3 83 M 22< 



L. 389 M . Jl''. 

L 3 95 M 2' J 

L : 40 7 M 1-2'. 

L 4 19 M . 2 2 r 

L 4 2 5- M 3 2! 

L 4 31 M 2 2C 

L : 4 37 M 

L. 44 3 M 



7 : : 
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-pplivati — 


Nu y 


ber dir: 


e: 


s , Rep 


laced 


..c_:r: 


e 


:.t Filing Date 


;:i t 


lers . Re 


F- 


aced S 


U r lei 


.* . m . ' ^ 




i" d ~ 


. 1 s s p e ^ i. e 0 c 


r 1 


real id : 


0 1 


mat . < 


- - - 1 : '' 


K* 1 '."a 


0 


Id IT 


csspelled c 


r i 


n v a 1 1 d f 


cr 


m:a t , < 


2 1 3 > 


Y.< -y * 






. 1 3 s p e 1 1 e d c 


r 1 


n * ' a 1 i d f 


c 1 


mat, ■ 


- : - -"' :> 


K* 'Va 


c 


rd n 


.is spelled 0 


r 1 


real id : 


01 


mat . < 


2 ^ : :> 


K.o va 


0 


ra rr 


ds spelled 0 


r 1 


nvalid f 


or 


mat - 


21 :> 


."■ e y 


W 


?.rd 


misspelled 


or 


i nva lid 


f - 


rmat , 


: 2 1 3 ' > 


r t 1 y 


a" 


ird 


m i sspe 1 1 ed 


jr 


in va lid 


f .- 


rma t , 




K e y 


*A* 


jrd 


misspelled 


:r 


inva lid 


f - 


rmat , 


: 2 1 3 • 


Key 


*A* 


jrd 


misspelled 




inval id 


fc 


rmat , 


.213- 


Key 


W 


:-rd 


mi ss pel led 




inval 1 d 


f ■: 


rmat , 


: 2 1 3 • 


Key 


w 


jrd 


mi ss pel led 


jr 


inval id 


f : 


rmat, 


.213 ■ 


Key 


w 


:-r i 


miss pel led 


jr 


invalid 


f .: 


rmat , 


: 2 1 3 • 


.*■ ey 




:-r d 


misspelled 




inval id 


f ■: 


rmat, 


: 2 1 3 ■ 


^ 2 




jrd 


misspelled 


jr 


inval id 


fc 


rmat , 


:jl 3 • 








misspelled 




invalid 


f-: 


rmat , 


.21 3 - 


Key 




:-rd 


misspelled 


jr 


inval id 


f-: 


rmat , 


:j13 • 






jrd 


misspelled 


jr 


inval id 


f-: 


rmat , 


.21 3 ■■ 


: i ) 


Wrong Nurleic A 


rid 


Designate 


r , NUMBER ■ > 



Keyword misspelled jr invalid fo 
; 1 ; Wr:>ng Nucleic Acid E>esignat 
Keyword misspelled or invalid fo 
(1; Wrong Nucleic Acid E>esignato 



10 E 
10 C 



Keyword misspelled or invalid f 
(1) Wrong Nucleic Acid Dosignat 
Keyword misspelled 'jr invalid f 
: 1 j Wrong Nucleic Acid Designate* 
Keyword misspelled or invalid fo 
(1; Wrong Nucleic Acid Designate 
Keywcrd misspelled or invalid f 
Keyword misspelled or invalid f 
;1; Wring Nucleic Arid Designat 
Keyword misspelled or invalid fo 
(1) Wrong Nucleic Acid Designate 
Keyword misspelled or invalid fo 
[1) Wrong Nucleic Acid Designato 
Keyword misspelled or invalid format, v213- 
■;1) Wrong Nucleic Acid Designator, NUMBEF 2 
Keyword misspelled or invalid format, <213 
(1) Wrong Nucleic Acid Designator, NUMBER ■: 
Keyword misspelled or invalid format, -:213- 
Keyword misspelled or invalid format, -'213. 
Keyword misspelled or invalid format, -;213; 
(1) Wrong Nucleic Acid Designator, NUMBER 2 
Keyword misspelled or invalid format, <213\- 
(1) Wrong Nucleic Acid Designator, NUMBER r 
Keyword misspelled or invalid format, - :2j 1 3 > 



^':^V 



iq Z at e 



3 R2ANISM 

:rgan:sm 
:rsanism 

CR3AN1SM 
ORGANISM 
2'FGANI SM 
■OF-. 3 AN ISM 
jF 3ANISM 
jF 3ANISM 
jFGANISM 
9RGANISM 
9FGANISM 
9F 3ANISM 
9RGANISM 
9FGANISM 
■9FGANISM 
JFGANISM 



to r 
f :. 
f - 



rmat, •• 2 • 3 
r, NUMBEF 
rmat , :21 3 
r, NUMBEF 
rmat , -'213 
r, NUMBER ' 
rmat, -'213 
r, NUMBEF ■ 
rmat, -213 
r, NUMBEF * 
rmat, -:213 
rmat, -:213 
r, NUMBEF ■ 
rmat, <213 
r, NUMBEF 1 
rmat, -.:213. 
r, NUMBEF ■ 



iF 



FGANISM 
1 NVALIE' 

• 0F0ANISM 
iF 1NVALIE> 

• op GANI SM 
'iF 1 NVALIE' 

• ORGANISM 
>F I NVALIE' 

• ORGANISM 
>F INVALIE> 

- 'jFOANISM 

• 9FGANISM 
>F INVALID 

- ORGANISM 
>F INVALID 

• OFGANISM 
'F INVALID 

- OFGANISM 
>F INVALID 

- OFGANISM 
•F INVALID 

• OFGANISM 

• ORGANISM 

• ORGANISM 
■F INVALID 

- ORGANISM 
'F INVALID 

- ORGANISM 



?r-t; 
SEO 
S E 2 



in j 
SEO 

SEO 
SEO 
S E -2 
SEO 
SEO 
SEO 
SEO 
SEO 



■r 
■r 

■r 
>r 
r 

f ■: r 
i :-r 
for 
for 
for 
KEYS . 2 
for SEO 
KEYS . 1 
for SEO 
KEYS ■ 2 
for SEO 
KEYS 2 
for SEO 
KEYS : 4 
for SEO 
KEYS 2 
for SEO 
for SEo 
KEYS 2 
for SEO 
KEYS . 1 
for SEO 
KEYS : 2 
for SEO 
KEYS . 2 
for SEO 
KEYS : 5 
for SEQ 
for SEO 
for SEO 
KEYS : 1 
for SEO 
KEYS : 1 
for SEQ 



I L s 
ID = 
ID* 
IE'* 
IE-c 
II 1 * 
IE'* 
IE'? 
ID* 
ID* 

IE'* 

IV* . 

ID* ■ 

II'# : 

ID* 

ID* : 
ID# 

ID# . 

ID* : 

ID* 

ID# 

ID# : 
ID* . 
ID# . 

ID* ■ 

ID* 



30 

31 

32 

3 3 
34 
35 

36 

37 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/530,746 



Input Set : A:\4817 OQ.txt 

Tut put Set : N:\CRF3\04 3 02001\I5 3 074 6 . raw 



:■ ' J. 
: - 3 
:■ 9 
i~5 
:-Hl 
i-lr" 7 
; ^3 
5< j 9 
L 611 
L 623 
L : 6 3 5 
L 647 
L 1115 



M 

M : 3 2 T 
M : 2 2 0 
M : 2 2 0 
M : > 2 0 
M : _ 2 0 
M '• _ ■ 
M : . 2 0 
M :-2 0 
M 2 2 0 
M 2 2 0 
M >20 
2 0 
2 0 
20 



254 
112 
254 



M 

M. 
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